
Supplementary Figure 1e: Genotype distribution of MAP2K5 SNP among the healthy 
and case subjects’ analysis. MAP2K5: Here, the distribution is predominantly in G/G 
homozygous allele (94% vs. 96%) with some distribution in G/A heterozygous allele (6% 
vs. 4%). The table summarizes the RLS SNP and their correlation with clinical parameters 
[Table 3a,b,c].


